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1 Supplementary Information (Sp2): Features observation, and
probability calculation among features

List of features selected by using the AdaBoost feature selection technique. AdaBoost has selected features
based on relation probability. Among 40,679 features only 425 features are essential for this dataset. However,
The number 425 is not fixed, it depends on the dataset.

The table below contains feature ranking, feature number, feature structure (looking view), and feature
importance (probability) it comes from.

Table 1: Features observation

Feature Ranking | Feature Number Feature Structure Feature Importance
1 9954 z-axis = (A+T)-(C+G) | 0.008
2 30769 AGG__________CT 0.008
3 30710 AGA_ GC 0.008
4 12413 ATA_TC 0.006
5 13005 CTT__CC 0.006
6 40130 GITG______________ TT 0.006
7 35526 CTT_ AC 0.006
8 4949 CGG______ G 0.006
9 1610 GC_________C 0.006
10 18664 CAA____AG 0.006
11 20716 CAA_____ CA 0.004
12 813 C_____ CG 0.004
13 33333 CGG________GC 0.004
14 38464 TGG_________ TG 0.004
15 22625 AGT______ TT 0.004
16 20755 CAC______ GA 0.004
17 40214 TAC______________GC 0.004
18 35206 CCC_____ AC 0.004
19 7711 TAT T 0.004
20 32559 AAG________ | CG 0.004
21 2535 GTA_T 0.004
22 38322 TCG_ CT 0.004
23 9325 TTC G 0.004
24 21984 TCT _____ TG 0.004
25 2985 GCC__A 0.004
26 7903 AGT__________ T 0.004
27 6863 AGC________ T 0.004
28 32069 TAT __________ AC 0.004
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299 23076 CGG_______ AA 0.002
300 11498 TAA_AT 0.002
301 6512 Co____ TGA 0.002
302 30304 TGT.________ TG 0.002
303 30386 TTG._______CT 0.002
304 21575 GGT_____ _AG 0.002
305 13340 GGC__TA 0.002
306 2022 TA T 0.002
307 17703 TAG____AG 0.002
308 18213 AAG_____ AC 0.002
309 5104 G_o_____ TGA 0.002
310 16504 ATA___ GG 0.002
311 6581 GCG_____ G 0.002
312 14332 AGA___TA 0.002
313 30407 TTT AG 0.002
314 30597 ACC___________ AC 0.002
315 778 AC_____ C 0.002
316 22177 TTC TT 0.002
317 31679 GCG_____TG 0.002
318 32236 TGA__________| CA 0.002
319 36690 AAT CT 0.002
320 35516 CTG___________TA 0.002
321 15191 GAT__GG 0.002
322 11694 TCG._CC 0.002
323 20308 AAT______ GA 0.002
324 5331 AGG_______ C 0.002
325 4385 CCA___A 0.002
326 4490 G_____ ACC 0.002
327 18897 CCT_____CT 0.002
328 16372 AGA___GA 0.002
329 24162 TGT ______ TT 0.002
330 27904 TAA TG 0.002
331 39092 ATG______________GA 0.002
332 20296 AAT______ AG 0.002
333 17698 TAC___TT 0.002
334 10090 ACA_AT 0.002
335 5177 TCT _____ A 0.002
336 12661 CCA_GC 0.002
337 28442 AAC________GT 0.002
338 35473 CTC_ CcT 0.002
339 30487 AAC_________ GG 0.002
340 1568 CA_________A 0.002
341 21795 TAG______ AA 0.002
342 15966 TGT___TC 0.002
343 31202 CCT________ TT 0.002
344 27671 GGC_________ GG 0.002
345 32258 TGA__________ TT 0.002
346 7786 T TCC 0.002
347 8708 T AAG 0.002
348 7487 CCT T 0.002
349 12196 ACG__AA 0.002
350 5442 C_______GAC 0.002
351 22213 TTT______ AC 0.002
352 40435 TGA______________GA 0.002
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407 6596 G GAG 0.002
408 31631 GCC..______CG 0.002
409 20325 ACA______ AC 0.002
410 8233 TCC_________ A 0.002
411 14395 AGG___TA 0.002
412 3849 CAC____A 0.002
413 18661 CAA_____ AC 0.002
414 2543 GTC.T 0.002
415 39207 CAG______________AG 0.002
416 5210 T______GTC 0.002
417 16933 CGG____AC 0.002
418 39209 CAG_____________AT 0.002
419 27834 GTG_________ GT 0.002
420 31828 GGT__________GA 0.002
421 1451 C_______ CcC 0.002
422 33693 GCC___________TC 0.002
423 25587 GGA________ GA 0.002
424 12616 CAT__AG 0.002
425 34628 AAT AA 0.002

Table 1 shows, feature ranking, feature number/index (0-base indexing), feature structure, and feature
importance. From the above table ‘_’ represents 1-gap, ‘__’ represents 2-gap, ‘___" represents 3-gap and so on.



